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LOCUS       AY347871                1576 bp    DNA     linear   
PLN 23-SEP-2004 
DEFINITION  Debaryomyces hansenii Xylhp gene, partial cds. 
ACCESSION   AY347871 
VERSION     AY347871.1  GI:37993678 
KEYWORDS    . 
SOURCE      Debaryomyces hansenii (anamorph: Candida famata) 
  ORGANISM  Debaryomyces hansenii 
            Eukaryota; Fungi; Ascomycota; Saccharomycotina; 
Saccharomycetes; 
            Saccharomycetales; Saccharomycetaceae; Debaryomyces. 
REFERENCE   1  (bases 1 to 1576) 
  AUTHORS   Nobre,A. and Lucas,C. 
  TITLE     Debaryomyces hansenii putative xylose permease 
  JOURNAL   Unpublished 
REFERENCE   2  (bases 1 to 1576) 
  AUTHORS   Nobre,A. and Lucas,C. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (22-JUL-2003) Biologia, Universidade do 
Minho, Campus de 
            Gualtar, Braga 4710-057, Portugal 
FEATURES             Location/Qualifiers 
     source          1..1576 
                     /organism="Debaryomyces hansenii" 
                     /mol_type="genomic DNA" 
                     /db_xref="taxon:4959" 
     mRNA            <1..>1576 
                     /product="Xylhp" 
     CDS             <1..>1576 
                     /note="putative xylose transporter; 
hypothetical xylose 
                     permease; belongs to sugar transporter 
family; similar to 
                     integral membrane proteins" 
                     /codon_start=1 
                     /product="Xylhp" 
                     /protein_id="AAR06925.1" 
                     /db_xref="GI:37993679" 
                     
/translation="GGLLFGYDTGVISGIVTMESFAAKFPRIYMDPDYKGWFVSTFLL 
                     
CAWFGSLINSPIVDKFGRRDTIRIACVVFVIGSVFQCAGISVSMLFAGRAVAGIGVGQ 
                     
LTMVVPMYMSELAPPSVRGGLVVIQQLSITIGILISFWINYGTQFIGGTKCAPGRNYQ 
                     
GDVFDPYVDVPKQGCNGQQDASWRIPFGLQIAPAFLLGIGMTFFPRSPRWLLSKNREE 
                     
EAWKSLHYLRRRNNPDMIEAEFNEIRSDVIFEKKYNEKRFPGKEGISLYVSSYWDLFS 
                     
TKSNFKRVFIGSAVMFFQQFIGCNAIIYYAPTIFSQLGMDSNTTALLGTGVYGIVNCI 
                     
STIPAIFAIDKFGRKTLLMAGAAGTFVSLVIVGAIVGKYGEKLSKHKVAGRAAIAFIF 
                     
IYDFNFSYSWAPIGWVLPSEIFSIGMRSKAISITTSSTWMNNFIIGLITPRMLNTMKW 
                     
GTYIFFAAFAIIAFVFTWYMIPETKGVPLEEMDFVFGDLDALEEKQRFSDTNAISKIH 
                     INTGTKVDSFKASTDFL" 
 
ORIGIN       
        1 ggtggtttgt tgtttggtta tgatactggt gttattagtg gcatagtaac 
tatggaatca 
       61 tttgcagcaa aattcccaag gatatatatg gaccctgatt ataaaggttg 
gtttgtttca 
      121 acatttttgt tgtgtgcttg gtttggctcg ttaataaatt cccctattgt 
tgataaattt 
      181 ggaaggcggg atacaatcag gattgcatgt gttgtatttg taatagggtc 
tgtgtttcag 
      241 tgcgcaggta tatcagtaag tatgctcttt gctggacgtg ctgtagctgg 
tattggggtaSeq 
      301 ggtcaattaa ctatggtggt acctatgtat atgtctgaat tagctcctcc 
ttcggtcaga 
      361 ggagggttgg ttgttataca gcaattatca attacaattg gtattttaat 
atccttttgg 
      421 ataaactatg gaactcaatt cataggagga accaaatgtg caccagggcg 
taattatcaa 
      481 ggtgacgtat ttgacccgta cgtagatgtt ccaaaacaag gttgtaatgg 
ccagcaagat 
      541 gcttcttgga gaataccttt cggtttacaa attgctccag cttttcttct 
aggcattggt 
      601 atgacatttt ttccaagatc accaagatgg ctcttatcta aaaatagaga 
agaagaggca 
      661 tggaaatctt tacattattt aagaagaaga aataaccctg atatgattga 
agcggaattt 
      721 aatgaaatta gatcagatgt aatttttgaa aaaaaatata atgagaaaag 
gtttccagga 
      781 aaagaaggga tatcattata tgtatcgtca tattgggatc tattttcaac 
taaatctaac 
      841 ttcaagaggg ttttcattgg ctctgcagtt atgtttttcc agcaatttat 
tggttgcaat 
      901 gcaattattt actatgctcc aacaattttc agtcagttag gaatggattc 
aaatacaaca 
      961 gctttattgg gtacgggagt ttatgggatt gttaattgca tttcaacaat 
acctgcaata 
     1021 tttgcaatag ataaattcgg gagaaagacc ttgttgatgg ctggtgctgc 
aggtactttc 
     1081 gtatctctag tgattgtagg tgcaattgtt ggaaaatatg gagaaaaatt 
gtcaaaacat 
     1141 aaagttgcag gaagggctgc tattgctttt atcttcattt atgattttaa 
cttttcctat 
     1201 agttgggctc caattggttg ggttttacct tcggaaatct tttcaattgg 
tatgagatct 
     1261 aaggcaatct ctatcacaac ttcctccaca tggatgaata attttattat 
aggattgatt 
     1321 acaccacgca tgcttaatac aatgaaatgg ggaacatata tattctttgc 
agcttttgca 
     1381 ataattgctt ttgtattcac atggtacatg attccagaaa ctaagggtgt 
accgttggaa 
     1441 gagatggact ttgtttttgg tgacttagat gctttagaag aaaagcaaag 
attctctgac 
     1501 accaatgcta tatctaagat tcatataaat actggaacaa aagttgactc 
atttaaagct 
     1561 agtacagatt ttttag 
// 
